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phylogenetic grouping with presence of integrons and to perform
molecular docking of integron proteins.
Methods & Materials: 80 diarrheagenic E.coli strains were
isolated from children with diarrhea and processed by known
conventional methods. All isolates were tested for antimicrobial
susceptibility using CLSI guidelines followed by identiﬁcation of
their phylogroups by Clermont et al, 2013 method after extraction
of genomic DNA. Presence of class 1, 2 and 3 integrons was seen
by Real Time PCR. Docking was performed using various softwares
like Marvin sketch, viewerlite, pymol, pardock. Statistical analysis
was used for the comparison of the categorical data
Results: Class 1 integron was identiﬁed in 58.75% isolates while
18.75% isolates harbored class 2 integron and no class 3 integrons
were detected in any of the isolate. 11.25% isolates showed co
existence of class 1 and class 2 integrons. Integrons were signiﬁ-
cantly associated with resistance to certain antibiotics, including;
Cefotaxime (P = 0.01), Ceftazidime (P=0.006), Azetronam (P=0.046),
Nalidixic acid (P=0.01), Gentamycin (P=0.001), Amikacin (P=0.01)
andPiperacillin+tazobactam(P=0.037).Dockingof integronprotein
was performed with Cefotaxime and Ciproﬂoxacin.
Conclusion: Our study demonstrates the importance of inte-
grons for the occurrence and transmission of multidrug resistance.
Identical predominant class 1 and 2 integrons in E.coli servers’ indi-
cate horizontal transfer. This study emphasizes the alarming role
of integrons in antibiotic resistance within diarrheagenic E. coli
strains. Modeling and docking studies may provide useful insights
for developing new antibiotic drugs to minimize multidrug resis-
tance.
http://dx.doi.org/10.1016/j.ijid.2016.02.199
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Background: The emergence of multidrug-resistant Acine-
tobacter baumannii has created severe challenges for neonates
hospitalized in NICU. A. baumannii strains have the propensity
for developing antimicrobial resistances extremely rapidly. Neona-
tal sepsis is a common diseases caused by A. baumannii in a
developing country like India. Emergence of -lactam resistance
makes the scenario more critical for neonates for whom treat-
ment options are limited. Now-a-days efﬂux pumps are getting
importance because of their wide substrate proﬁle. Although their
presence were scarcely reported but often work in concert to pro-
duce high antibiotic resistance. Our aim was to assess the role of
efﬂux pumps in -lactam resistance among neonatal septicaemic
A. baumannii isolates.
Methods & Materials: MIC values of carbapenems
(meropenem, imipenem) and cephalosporins (cefotaxime, cef-
tazidime) for neonatal septicaemic A. baumannii isolates were
determined using broth dilution method with and without efﬂux
Figure 1. The relative expression level for RND families (AdeABC, AdeIJK, AbeXYZ)
andSMR family (AbeS) efﬂuxpumpgenes amongneonatal septicaemicA. baumannii
isolates (Isolate 1 to Isolate 18).
pump inhibitor PAN. Efﬂux pump genes of RND families (AdeABC,
AdeIJK, AbeXYZ), and SMR family (AbeS) were conﬁrmed by PCR
followed by sequencing. Over expression of the genes was carried
out by real time PCR. The regulatory components (adeR and adeS)
of AdeABC pump was investigated for the isolates, over expressing
adeB gene.
Results: Carbapenemsand cephalosporins resistancewas found
among 61% and 90% of total A. baumannii isolates (n=49). Exposure
of the isolates to PAN resulted in ≥4-fold MIC decreases for car-
bapenem and cephalosporins among 25% and 35% of the isolates
which indicated the existence of multidrug efﬂux pumps. Over-
all, 55% of these isolates had shown over expression of adeB gene
followed by adeY, abeS, and adeJ (Figure 1). The relative expres-
sion level for adeB was highest in comparison to the other pump
genes. The presence and over expression of AdeXYZ efﬂux pump
had never previously been reported among A. baumannii isolates.
SpeciﬁcmutationshadbeendetectedwithinadeR (V136A) andadeS
(K121E) which might have positive effect on over expression of the
pump.
Conclusion: This is probably the ﬁrst study that showed the
active efﬂux pumps appeared to play important roles in the
-lactam resistance of A. baumannii isolated from neonates. There-
fore, efﬂux pump inhibitors may be useful as adjunct therapy for
treatment of these multidrug-resistant strains.
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